INTRODUCTION
Sourdough is a mixture of flour and water fermented by LAB and yeast (HANSEN, 2006) , which have low pH and high acidity. The LAB microbiota is predominant (8 log CFU/ g) and is mainly represented by members of the Lactobacillus genus. Yeasts are generally counted at lower levels (7 log CFU/g) and can even be absent. Originally, industrial starter cultures were maintained by daily propagation. Later, they became available as frozen concentrates and dried or lyophilized preparations, produced on an industrial scale, some of them allowing direct vat inoculation (SANDINE, 1996) .
The quality and shelf life of foods are often determined by the growth of microorganisms that are dependent on intrinsic factors, such as water activity and acidity, and extrinsic factors, such as temperature and oxygen (WIJTZES et al., 1995) . Apart from the variations in the type of starter cultures used in the fermentation process, the fermentation regime (temperature, time, pH, etc.) may also differ significantly, depending on the process applied (HANSEN, SCHIEBERLE, 2005) . 
MATERIALS AND METHODS

Cultivation of microorganisms
Grape sourdough was spontaneously fermented using "Niagara rosada" grape juice as substrate, which was obtained commercially locally and previously cleaned.
The strains used in this study were isolated 
Survival of the microorganisms after lyophilization
Survival was measured by a log of the number of viable cells in colony-forming units per g (log CFU/g), before and after
lyophilization. An aliquot of the culture in milk solution was withdrawn and subjected to decimal dilution using 0.1 g 100 g -1 of sterile peptone water. It was then plated and incubated. The lyophilized samples were analyzed initially and after 6 months. They were, re-suspended in peptone water, diluted, plated and incubated (PALMFELDT, HAHN-HÄGERDAL, 2000) . Experiments were performed in triplicate in three replications.
Statistical analysis
The statistical analysis was carried out using Statistica® software version 8.0
(Statsoft Inc., Tulsa, OK, USA). The fermentation growth kinetics during 15 h was studied by a simple linear regression model,
given by Y= β 0 + β 1 X + Ɛ , where X is the fermentation time in hours. Differences between the means were established using one-way analysis of variance (ANOVA) followed by Tukey's test. Differences at the 5% level (P < 0.05) were considered statistically significant.
RESULTS AND DISCUSSION
Fermentation growth kinetics
The estimated equations of analysis of linear regression for pH, absorbance at 660 nm, dry biomass and plate counts of microorganisms studied at 15 h are shown in were found, with 11.25 log CFU/g. These results are shown in Figure 3 .
In relation to the yeasts, it is worth stating that before lyophilization SC1 presented 9.77 log CFU/g, while SC2 
